
  PUZZLE TREE  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

0.1 

cloac 
bacsu 

staau 
65 

strpy 
lacpl 

entfa 
87 90 91 

sulso 
yeast 

human 
tricu 

dicdi 
caeel 50 

plafa 
babbo 73 

leime 
trycr 

92 
84 

83 

aquae 
chlte 

thema 
deira 

arcfu 
myctu 

metja 
metth 

60 
syne 

arath 76 
neigo 

ecoli 
shepu 96 50 

57 

62 

98 

Outgroup:  
Residues from 1st repeat  
aligned to 2nd repeat, 
residues from  
2nd repeat aligned to 1st 
repeat  



 
 
 
 
Maximum Likelihood Mapping of the purple branch in the above 
tree 
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